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Next-Generation Sequencing (NGS) has revolutionized genomics by
enabling rapid, high-throughput, and cost-effective sequencing of
DNA and RNA. However, the success of NGS heavily relies on the
quality and purity of the nucleic acids used as starting material.
Nucleic acid isolation and purification are critical initial steps in the
NGS workflow, as they directly impact the accuracy, reliability, and
efficiency of sequencing results. High-quality DNA or RNA free from
contaminants such as proteins, salts, and inhibitors is essential for
optimal library preparation, sequencing, and data analysis. This
process involves carefully breaking open cells, separating nucleic
acids from other cellular components, and purifying them to meet
the stringent requirements of NGS platforms.

This blog explores the critical role of nucleic acid isolation and
purification in Next-Generation Sequencing (NGS), a cornerstone of
modern genomics. From breaking down the fundamental principles
of DNA and RNA extraction to examining the latest advancements in
purification technologies, we delve into how high-quality nucleic
acids are essential for achieving accurate and reliable NGS results.



Key Steps in Nucleic Acid Isolation

Nucleic acid isolation begins with sample lysis and homogenization,
where cell membranes and nuclear envelopes are disrupted to
release DNA or RNA. Depending on the sample type, mechanical
lysis methods such as bead beating or grinding are used for tough
tissues, while enzymatic digestion (e.g., proteinase K for mammalian
cells, lysozyme for bacteria, or lyticase for fungi) is preferred for more
delicate samples. Chemical lysis with detergents like SDS or Triton X-
100 is commonly used for mammalian cells. Once lysed, nucleic acid
separation from cellular debris follows, ensuring the removal of
proteins, lipids, and polysaccharides. This is achieved through
organic extraction (phenol-chloroform), silica-based binding (using
spin columns or magnetic beads), or chaotropic salt-based
separation, depending on the desired purity and downstream
applications. 

The next step, washing and purification, eliminates residual
contaminants using ethanol or isopropanol precipitation, further
concentrating the nucleic acids. Finally, the purified DNA or RNA is
eluted in water or buffer and stored under optimal conditions—DNA
remains stable at -20°C or -80°C, while RNA, highly susceptible to
degradation, requires RNase-free conditions and storage at -80°C.



Phenol-Chloroform Method

The organic extraction method (Phenol-Chloroform) is a widely used
technique for nucleic acid isolation, leveraging the differential
solubility of biomolecules in organic and aqueous phases. The
process begins with cell lysis, where a detergent like SDS disrupts
cell membranes, releasing nucleic acids. A mixture of phenol and
chloroform is then added, creating a phase separation—nucleic acids
remain in the aqueous phase, while proteins and lipids partition into
the organic phase or precipitate at the interface. The nucleic acids in
the aqueous layer are then selectively precipitated using ethanol or
isopropanol, concentrated, and purified for downstream applications.
This method is known for its high yield and purity, making it suitable
for small-scale applications. 

However, it involves the use of toxic chemicals like phenol and
chloroform, requires extensive handling, and poses a risk of
contamination if not performed under stringent conditions. Despite
these challenges, it remains a cost-effective and efficient approach
for extracting high-quality nucleic acids.

Comprehensive Overview of Nucleic Acid

Extraction and Purification Methods

/ RNA



Enzymatic Methods

The enzymatic method is a gentle and effective approach for nucleic
acid isolation, particularly useful for difficult-to-lyse samples such as
bacterial cells, fungi, and tissues. It relies on specific enzymes like
lysozyme (to break bacterial cell walls) or proteinase K (to digest
proteins and cellular components), facilitating the release of nucleic
acids. After enzymatic digestion, the nucleic acids are typically
purified using organic extraction, silica columns, or precipitation
methods to remove contaminants. This method is highly effective in
preserving nucleic acid integrity, making it suitable for sensitive
downstream applications. However, it often requires additional
purification steps to ensure high purity, which may extend
processing time.

Salting-Out Method

The salt precipitation (salting-out) method is a simple and cost-
effective approach for nucleic acid isolation, leveraging high salt
concentrations to selectively precipitate proteins while keeping
nucleic acids in solution. After cell lysis, a high-salt solution such as
ammonium acetate is added, causing proteins and other
contaminants to precipitate, which are then removed by
centrifugation. The remaining nucleic acids are finally precipitated
using ethanol or isopropanol, concentrated, and resuspended for
further use. This method is advantageous due to its low cost and
minimal equipment requirements, making it accessible for routine
applications. However, it often results in lower purity compared to
silica-based or magnetic bead methods and may not be suitable for
applications requiring highly refined nucleic acids.



Magnetic Bead-Based Purification

The magnetic bead-based purification method is a rapid and
automation-friendly approach for nucleic acid isolation, widely used
in high-throughput workflows. It relies on magnetic beads coated
with silica or other binding agents, which capture nucleic acids in
the presence of chaotropic salts. After cell lysis, the lysate is mixed
with the beads and binding buffer, allowing DNA or RNA to adhere. A
magnetic field is then applied to separate the beads (with bound
nucleic acids) from the solution, followed by washing steps to
remove contaminants. 

The final step involves elution in a buffer or water, yielding purified
nucleic acids. This method is highly efficient and scalable, making it
ideal for automated and robotic systems. However, it comes with a
higher cost due to the specialized magnetic beads and equipment
required for processing.



Silica-based Column Purification

The silica-based column purification method is a widely used
technique for nucleic acid isolation, offering high purity and
reproducibility. It relies on the ability of nucleic acids to bind to silica
membranes in the presence of chaotropic salts like guanidinium
thiocyanate. After cell lysis, the lysate is mixed with a binding buffer
and passed through a silica column, where nucleic acids adhere to
the membrane while contaminants are washed away. The final step
involves elution with a low-salt buffer or water, yielding purified DNA
or RNA. This method is ideal for high-throughput applications and
minimizes the use of toxic chemicals. However, it has a higher cost
due to the need for specialized kits and typically provides a lower
yield compared to organic extraction methods.

https://doi.org/10.1016/j.jpba.2022.115190



Automated Nucleic Acid Extraction Systems

Automated nucleic acid extraction systems integrate silica column-
based or magnetic bead-based methods into fully robotic workflows,
enabling high-throughput and reproducible nucleic acid isolation. In
this process, samples are loaded into the system, which then
performs cell lysis, nucleic acid binding, washing, and elution
automatically, minimizing human intervention. These systems offer
exceptional efficiency, scalability, and reduced contamination risk,
making them ideal for clinical diagnostics, large-scale research, and
NGS applications. However, they come with a high initial cost and
require specialized training and routine maintenance, making them
more suitable for well-equipped laboratories.

Solid-Phase Reversible Immobilization (SPRI)

The Solid-Phase Reversible Immobilization (SPRI) method is an
efficient and automation-friendly technique for nucleic acid
purification, widely used in next-generation sequencing (NGS)
workflows. It relies on carboxylated magnetic beads, which bind to
nucleic acids in the presence of polyethylene glycol (PEG) and salt.
After cell lysis, the lysate is mixed with beads, allowing nucleic acids
to adhere. A magnetic field then isolates the beads, while
contaminants are washed away. Finally, nucleic acids are eluted in
water or buffer, yielding high-purity and high-yield DNA or RNA. This
method is highly scalable and compatible with automation, making
it ideal for high-throughput applications. However, it requires
specialized reagents and equipment, which can increase costs.



 Emerging Technologies

Emerging technologies in nucleic acid extraction are revolutionizing
the field by offering faster, more efficient, and portable solutions.
Microfluidics involves miniaturized lab-on-a-chip systems, enabling
rapid and precise nucleic acid extraction with minimal reagent
consumption, making it ideal for high-throughput and point-of-care
applications. Nanotechnology leverages nanomaterials such as
magnetic nanoparticles, carbon nanotubes, and graphene-based
materials to enhance binding efficiency, selectivity, and purity of
nucleic acids, improving extraction performance. Point-of-care
systems are compact, portable devices designed for on-site nucleic
acid extraction in clinical, forensic, or field settings, facilitating rapid
diagnostics and disease surveillance. These cutting-edge innovations
are shaping the future of automated, high-sensitivity, and real-time
molecular biology applications.



Quality

Ensuring nucleic acid integrity and optimal fragment size is critical
for high-quality NGS data. DNA integrity requirements vary based on
sequencing platforms—long-read sequencing (PacBio, Oxford
Nanopore) demands high-molecular-weight DNA (>50 kb), while
short-read sequencing (Illumina) requires fragmented DNA (~200-
500 bp). In liquid biopsy applications, cell-free DNA (cfDNA),
particularly circulating tumor DNA (ctDNA), is highly fragmented
(~160 bp), necessitating specialized extraction kits with low elution
volumes.

Contaminants can significantly interfere with NGS workflows—
residual phenol or guanidine salts can inhibit enzymatic reactions
like library prep and PCR, while hemoglobin and heparin from blood
samples affect polymerase activity. Additionally, polysaccharides
from plant or fungal samples may co-precipitate with DNA,
obstructing downstream analysis. In RNA sequencing, genomic DNA
(gDNA) contamination can lead to false-positive results, emphasizing
the need for stringent quality control before sequencing.

Method Purpose Ideal Values

A260/A280
Protein contamination

check
1.8-2.0 (DNA), 2.0-2.2

(RNA)

A260/A230
Salt contamination

check
>2.0

Qubit Fluorometer Accurate quantification N/A

RNA Integrity Number
(RIN)

RNA quality check RIN >7 for NGS



Nucleic Acid Type
Recommended

Extraction Method
Typical Input for NGS
Library Preparation

Genomic DNA (gDNA)
Silica column, Magnetic

beads, Phenol-
chloroform

100 ng – 1 µg

Total RNA (for RNA-Seq)
Silica column, Trizol-

based
1 µg (RIN >7)

Cell-free DNA (cfDNA)
Magnetic bead-based

isolation
10–50 ng

Overview on Recommended 

Nucleic Acid  Input and Method for NGS

Issue Cause Solution

Low DNA yield
Poor lysis, incomplete

elution
Increase incubation

time, use fresh reagents

RNA degradation RNase contamination
Use RNase-free

conditions, DEPC-
treated water

Low A260/A280 ratio
(<1.8)

Protein contamination
Additional phenol-

chloroform extraction

Low A260/A230 ratio
(<2.0)

Salt contamination Extra ethanol wash step

Troubleshooting Common Issues in 

Nucleic Acid Extraction



Factors Influencing Method Selection

Choosing the right nucleic acid extraction method depends on
several factors. The sample type (blood, tissue, bacteria, viruses)
determines the lysis approach, while the nucleic acid type (DNA,
RNA, or both) influences the method used. The downstream
application (PCR, sequencing, cloning) dictates the required purity
and integrity. Scale matters too—manual methods suit small studies,
whereas automated systems excel in high-throughput workflows.
Lastly, cost and time constraints play a role in balancing efficiency,
affordability, and speed.



The global nucleic acid isolation and purification market is
expanding rapidly, driven by the growing demand for molecular
diagnostics, precision medicine, and NGS applications. Valued at
USD 3.72 billion in 2021, it is projected to reach USD 8.44 billion by
2030 at a CAGR of 9.1%. Advancements in automated systems,
magnetic bead-based methods, and microfluidics have improved
nucleic acid yield, purity, and throughput. Integration into high-
throughput sequencing and liquid biopsy workflows is enhancing its
role in personalized medicine and oncology research. 

Nucleic Acid Isolation and Purification Tech Market

Challenges include high costs of extraction kits and automated
instruments, limiting accessibility in resource-limited settings.
However, government initiatives, increased R&D funding, and
expanding genomic research in developing regions are expected to
drive growth. Additionally, the emergence of portable, point-of-care
nucleic acid isolation platforms is enabling real-time molecular
diagnostics, further solidifying the market’s role in genomic
medicine and biotechnology.

Source: www.emergenresearch.com



Conclusion

In the rapidly advancing field of NGS, nucleic acid extraction and
purification are not just preparatory steps but foundational processes
that dictate the quality, accuracy, and reliability of sequencing data. 

Despite significant advancements, challenges such as
contamination, degradation, low-yield samples, and PCR inhibitors
remain persistent concerns. The growing integration of automation,
microfluidics, and nanotechnology is improving efficiency and
reproducibility, but achieving consistently high-quality nucleic acids
still requires careful protocol optimization.

As sequencing technologies continue to evolve, so too must
extraction strategies. The future of nucleic acid isolation will likely see
more streamlined, high-throughput, and field-deployable methods
that maintain or enhance sample integrity. Ultimately, the success of
any NGS experiment begins long before sequencing—ensuring pure,
high-quality nucleic acids is the first and most crucial step toward
generating meaningful biological insights.
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